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Type RFLP-type
Source O O O
Infected dentine 1 6 0 7
Infected root canal dentine 4 25 3 32
Periodontal pockets 16 24 0 40
Total 21 55 3
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Eubacterium limosum
Eubacterium callanderi
Eubacterium barkeri
Acetobacterium bakii
Eubacterium timidum
Eubacterium angustum
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