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0 O Mutational events in LMP1 gene in salivary gland
lymphoepithelial carcinomas.

Division of Oral Pathology, Department of

Tissue Regeneration and Reconstruction,

Niigata University Graduate School of Dental and Medical Sciences.
o Jen Kai Yull Cheng JunJ and Saku Takashi

It is still unknown what kinds of roles Epstein-Barr
virugl EBVnfection highly specific to salivary gland
lymphoepithelial carcinoma&l LECs(play in their
tumorigenesis. To clarify the significance of EBV in
LECs, we paid particular attention to the LMP-1 gene,
which is responsible for triggering the NFkB pathway.
Sixty-two cases of EBV positive LECs confirmed by
PCR and in-situ hybridization were collected from
various areas of the and studied
immunohistochemically for LMP1. Furthermore, PCR
for the LMP-1 carboxylll C[} terminus region was

world

performed, and the PCR products were sequenced for
detection of other mutational events. LMP-1 gene
products were immunohistochemically demonstrated
in 50% of the cases, while PCR amplification of the
LMP-1 gene was successful in 41 caseBl 66%0 Among
them, a 30-bp deletion in the C-terminus of the LMP-1
gene, which had been shown to be characteristic to
EBV in Chinese nasopharyngeal carcinomas, was
found in 20 casef] 32%0 Most of them were from
Guangzhou, Chengdu and Taiwan, while most of the
cases from Shanghai and other areas showed no 30-bp
deletion. In addition, several point mutations including
codon 338 of LMP-1 were commonly shared by the
cases with or without the 30-bp deletion. These results
indicate that there are two major genomic variations
of EBV harboring in salivary gland LECs. The
frequent mutational events in the carboxyl-terminus in
addition to the 30-bp deletion also seem to be critical
for the pathogenesis because such mutational events
may promote cellular proliferation by suppressing
NFkB pathways which could be activated by the C-
terminal region.
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